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What is SimBiology?

SimBiology® (&, 7V & JOJU 3T RIERIBEUTVET:
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https://ip.mathworks.com/matlabcentral /fileexchange?g=SimBiology
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Model, simulate, and analyze biological systems
SimBioIogy@ provides apps and programmatic tools for modeling, simulating, and analyzing dynamic systems, focusing on guantitative systems
pharmacelegy (QSP), physiologically-based pharmacokinetic

SimBiology Model Builder - Build QSP, PK/PD, and mechanistic systems biology models interactively

] SimBiology Model Analyzer - Analyze QSP. PK/PD, and mechanistic systems biology models
I
fx SimBiology.CompileOptions - Compile options for SimBiology models
fx CompileOptions - Compile options for SimBiology models
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Model - Model and compenent information

Physiologically-based Pharmacokinetic (PBPK) model for SimBiology /1

1 {EFLE: Sven Mesecke

Provides a PBPK and a Renin-Angiotensin system model for SimBiology

Provides models for Whole-Body PEPK as well as the Renin-Angiotensin System as demonstrated in the June 12th, 2012 webinar "Physiologically-
based Modeling of Oral Drug Absorption with SimBiclegy

P

Model Debugger for SimBiology /{—= =" 1.0.2 {ERi#E: Florian Augustin

The Model Debugger for SimBiology lets you analyze model responses, model structure, and expressions during simulations

The Model Debugger for SimBielogy is a MATLAB application that lets you analyze model responses, model structure, and expressions during
madel simulation.Getting started:To install the Model Debugger

® GettingStarted.mlx
i

Generic SimBiology PBPK model /{—==32/1.2.1.1 765 Mathworks SimBiology Team m

SimBiclogy implementation of a generic PEPK model. Human fasted, Human fed and Rat physiclegies.


https://jp.mathworks.com/matlabcentral/fileexchange?q=SimBiology
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Custom analyses
Batch processing
Report generation
Confidence intervals
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KD 10
ksyn 1.0
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J49T4 2 - INIA—FHETE

Isqnonlin
fminunc
Isgcurvefit

fminsearch

fmincon
scattersearch
patternsearch
ga

particleswarm

FERRIZ R/ N F’E
iR L ZEHEHRDORIMEZ KD
FERRIZ BE AR A R 2 B/ N SR LAY 12 FZ <

EEMAERALAVWAETHNA L ZEHEROR
IMEZ B DT 3

RS ML EHBEHROR/IMEZ KD S
B R R

ISR — VR

BEH7LTY X L

AL TR EE

& MathWorks

Optimization Toolbox
Optimization Toolbox
Optimization Toolbox
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SimBiology Community

https://ijp.mathworks.com/matlabcentral/simbiology.html
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MATLAB Central ¥ Home Explore Contribute v My Activity

Projects Welcome to the
SimBiology

Community

Moderator:

Fulden Buyukozturk

A gathering place for scientists
working in QSP, PBPK, and PK/PD
modeling using SimBiology and
MATLAB. Features discussions,
shared models and code, and other

Feature Ranking for
SimBiology

Rank importance of
parameters in a SimBiology
model for parameter
estimation.

Bayesian Parameter
Estimation for
SimBiology

Bayesian parameter
estimation to fit SimBiology
models to data using a
constant (Gaussian) error
model.

gQSPSim

An app that performs key
steps in QSP model
development and analysis
including model calibration,
development of virtual
subjects, and simulation of
virtual populations.

resources from our global
community of users.

x Unfollow the community

D B CED

» View all projects

SlmBlology Tutorials Modeling and Simulation in

Drug Development with

P FUEEET PO Simiology and HATLAB
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